Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.042; wR factor = 0.106; data-to-parameter ratio = 32.3.
In the title molecule, C 17 H 14 N 2 OS, the mean plane of the acetamide group forms dihedral angles of 75.79 (5), 81.85 (6) and 12.32 (5) with the two phenyl rings and the thiazole ring, respectively. In the crystal, N-HÁ Á ÁN hydrogen bonds link pairs of molecules into inversion dimers with R 2 2 (8) ring motifs. The crystal packing is further stabilized by C-HÁ Á Á interactions and byinteractions with a centroid-centroid distance of 3.6977 (5) Å .
Related literature
For the structural similarity of N-substituted 2-arylacetamides to the lateral chain of natural benzylpenicillin, see: Mijin & Marinkovic (2006) ; Mijin et al. (2008) . For the coordination abilities of amides, see: Wu et al. (2008 Wu et al. ( ,2010 . For hydrogenbond motifs, see: Bernstein et al. (1995) . For related structures, see: Praveen et al. (2011a,b,c) ; Fun et al. (2011a,b) . For standard bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 H atoms treated by a mixture of independent and constrained refinement Á max = 0.50 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C8-C13 rings, respectively. (iii) Àx þ 1; Ày þ 2; Àz þ 1; (iv) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Mijin et al., 2006; 2008) . Amides are also used as ligands due to their excellent coordination abilities (Wu et al., 2008; 2010) . Crystal structures of some acetamide derivatives viz., N-(4-Chloro-1,3-benzothiazol-2- (Praveen et al., 2011a,b,c) have been reported. In continuation of our work on synthesis of amides (Fun et al., 2011 a, b) , we report herein the crystal structure of the title compound (I).
In the title compound ( Fig. 1) , the mean plane of acetamide (O1/N1/C7/C14) group makes dihedral angles of 75.79 (5)°, 81.85 (6)° and 12.32 (5)° with the two terminal phenyl rings (C1-C6 & C8-C13) and thiazole (S1/N2/C15-C17) ring, respectively. The bond lengths (Allen et al., 1987) and angles are within normal ranges and are comparable to the related structure (Praveen et al., 2011a,b,c; Fun et al., 2011a,b) .
In the crystal (Fig. 2) , intermolecular N1-H1N1···N26 i hydrogen bonds (Table 1 ) link molecules to form R 2 2 (8) ring motifs (Bernstein et al., 1995) , leading to the formation of dimers. The crystal packing is further stabilized by C-H···π interactions, involving the C1-C6 ring (centroid Cg1) and C8-C13 ring (centroid Cg2). Weak π-π interactions are observed with Cg3···Cg3 = 3.6977 (5) Å [symmetry code: 2-x, 1-y, 1-z], where Cg3 is the centroid of thiazole ring (S1/N2/C15-C17).
Experimental
Diphenylacetic acid (0.212 g, 1 mmol), 2-amino thiazole (0.1 g, 1 mmol), and 1-ethyl-3-(3-dimethylaminopropyl)carbodiimide hydrochloride (1.0 g, 0.01 mol) were dissolved in dichloromethane (20 mL). The mixture was stirred in presence of triethylamine at 273 K for about 3 h. The contents were poured into 100 ml of ice-cold aqueous hydrochloric acid with stirring. The resultant mixture was then extracted three times with dichloromethane. The organic layer was washed with saturated NaHCO 3 solution and brine solution, dried and concentrated under reduced pressure to give the title compound (I). Single crystals were grown from methylene chloride and methanol (1:1) mixture by the slow evaporation method. (M.P.: 409-411 K).
Refinement
Atom H1N1 was located from the difference map and refined freely [N-H = 0.847 (17) Å]. The remaining H atoms were positioned geometrically and refined using a riding model with U iso (H) = 1.2 U eq (C) (C-H = 0.95 and 1.00Å). In the final refinement, 7 outliers (-2 21 6), (-2 23 7), (-1 21 7), (0 23 9), (3 19 10), (1 21 9) and (8 0 6) were omitted.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL supplementary materials sup-2 Acta Cryst. (2012). E68, o1312-o1313 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound, showing 50% probability displacement ellipsoids.
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Figure 2
The crystal packing of the title compound, viewed along the c axis. H atoms not involved in the intermolecular interactions (dashed lines) have been omitted for clarity. -N-(1,3-thiazol-2-yl) acetamide Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,2-Diphenyl

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 1.07647 (4) 0.542027 (16) Geometric parameters (Å, º) S1-C16 1.7215 (10) C6-C7 1.5243 (13) S1-C15 1.7336 (10) C7-C8 1.5257 (13) Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) x+1, y, z; (iii) −x+1, −y+2, −z+1; (iv) −x+2, −y+1, −z+1.
